Table 1. MCSs with sequences matching more than one location in the human genome.

MCS Matching Percent
MCS Position® Length (bp) Matching Position” Length (bp) Identity
508188-508211 24 chr13:41275315-41275336 24 91.70
365230-365375 146 chr7:114654759-114654804 46 97.83
747607-747740 134 chr15:82898182-82898318 137 93.48
T747784-747894 111 chr15:82898065-82898123 59 98.31
747909-748402 494 chr15:82897758-82898049 292 91.22
1003245-1003302 58 chr7:32043253-32043310 58 91.38

?Coordinates within the human reference sequence of the targeted region,
as displayed in the customized UCSC Genome Browser (see
http://genome.ucsc.edu).

®Coordinates of the matching sequence in the November 2002 assembly of
the human genome sequence (see http://genome.ucsc.edu), as detected by
MegaBlast (Zhang et al. 2000) (see text and Methods).
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